Supplementary materials S4. Characterizing the status of energetic metabolism of dinoflagellate

resting cysts under mock conditions of marine sediments via physiological and transcriptomic

measurements
Table S2. Information of primers used in the present study
. Amplicon _
Primer Name Nucleotide Sequences (5°-3°) Description
Length
CS-F CTTGTGGCTCTTGTTGACCG SaCs
519 bp fragment
CS-R GCGGAGTAGGCGTAGTAGGG amplification
5r-CS-outer CGAAATGGCTGTCCGGCTGC Sacs 5
499 bp
5r-CS-inner TTGACCTCAGCCTCGCTCGGGA RACE-PCR
3r-CS-outer TGGGCCGGGAACTACGCGC Sacs 3
790 bp
3r-CS-inner CGACACCGAGGCGTTCAAGGAG RACE-PCR
IDH-F AACCTCTACGCAAATGTTCGG SalDH
367 bp fragment
IDH-R GCACCATCCCTGTGAGCAAC amplification
5r-1DH-outer GAGGCTCCCCGTGTGATGCGTT SalDH 5
537 bp
5r-1DH-inner CCTCCCACTCCTCCTCGCCTGA RACE-PCR
3r-IDH-outer AGGCGAGGAGGAGTGGGAGGGG SalDH 3
791 bp
3r-IDH-inner GGAGCGGCGAAAGAAAGTGACC RACE-PCR
o-KGDH-F CGGGTTCACCGATACAGA Sao-KGDH
1429 bp fragment
o-KGDH-R GCCTCCAAATCCTCCTTTT amplification
5r-a-KGDH-
GATGATTACGTGGATCGTGCCCCC
outer Saa-KGDH 5'
618 bp
5r-g-KGDH- RACE-PCR
- CCAGCACTTATCCCAGGGAGCTTTACGT
|
3r-a-KGDH-
CGAAGCACTCGCGGGGAGAACAGA
outer Saa-KGDH 3'
1650 bp
3r-0-KGDH- RACE-PCR
. TCAGGGGAATGCGATGGAGTGGGT
|
qCS-F AGATGCTCGGGGTGAAC 4PCR for
151 bp
qCS-R CGGAGTAGGCGTAGTAGGG saCs

gIDH-F ACTACAACCTCTACGCAAATG 127 bp gPCR for




gIDH-R

qa-KGDH-F

qa-KGDH-R
qUBC-F

qUBC-R

CACTCCTCCTCGCCTGA

GATGAAGCACATTCTGACCC

CCGTTTGAGGCCGTTG

GTCTTGACCTACTACGTGGAGC

CGGGCGTTGTACTGATGG

111 bp

172 bp

SalDH

gPCR for
Saa-KGDH

gPCR for
UBC




